Inventory of Supplemental Information
Supplemental figure S6:
Surface electrostatic potential of the ComA-PEP (A) and the CLD (B), calculated with the APBS tool (Baker et al., 2001) implemented in Pymol (Schroedinger, 2010) . Positive electrostatic surface potentials are coloured in blue, negative potentials in red contoured at 2kT.
Experimental procedures NMR Spectroscopy
NMR spectroscopic experiments were performed at 303 K on a Varian VNMRS spectrometer at a proton frequency of 900 MHz with a cryogenically cooled Z-axis pulse-field-gradient WURST sequences. NOE cross peaks were identified interactively and the peak volume were integrated automatically using truncated box sum methods.
ARIA 2.3.1 (Rieping et al., 2007) was used for distance calibration of NOE cross peak volumes (Linge et al., 2001 ) and automated NOE cross peak assignment based on the previously published resonance assignment of the CLD. A set of 1669 ambiguous and 5879 unambiguous distance restrains (see supp. table TI) could be derived. Backbone dihedral φ and ψ angles were estimated from secondary chemical shifts of backbone atoms (H N , H α , N, C', C α , C β ) using TALOS+ (Shen et al., 2009) . Structure calculations based on NOE distance restraints and dihedral angle restraints were accomplished with a modified version of CNS v.
1.2.1 (Brunger, 2007; Rieping et al., 2007) using an optimized version of the PARALLHDG force field (v.5.3) (Linge and Nilges, 1999) . To account for special protonation states of histidine side chains and cis-isomeric prolines, the HIS-PATCH and PRO-PATCH function of the force field were used. The MD protocol contained 45 ns high-temperature torsion angle dynamics (10,000 K) and 20,000 steps during the two cooling steps (2,000 K and 50 K).
Experimental data terms were weighted with a log-harmonic-potential (Nilges et al., 2008) .
Refinement of the NOE cross peak assignment was carried out by iterative cycles of manual resonance assignment using CcpNmr and automated cycles using ARIAs approach. 10 lowest energy structures (overall CNS energy) out of 100 calculated were selected and validated using a combination of Molprobity (Chen et al., 2010) , PROCHECK-NMR (Laskowski et al., 1996) and Cing (http://nmr.cmbi.ru.nl/cing/). The ensemble was deposited in the PDB (Berman et al., 2000) under entry 3ZUA. Chemical shift assignments were deposited previously in the BMRB (Ulrich et al., 2008) under accession number 17403. Structure figures were prepared with the program PyMol (Schrödinger, 2010) . To characterize the dynamic properties of the CLD in solution, longitudinal (R 1 ) and transversal (R 2 ) relaxation of 15 N, as well as steady-state 15 N{ 1 H}-NOE were recorded using standard methods (Farrow et al., 1994; Pervushin et al., 1997; Zhu et al., 2000) . Conditions were used as described above 
